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[ Abstract | Objective To investigate the relationship of the single nucleotide polymorphisms ( SNPs)
of programmed death-ligand 1 (PD-L1) gene with the susceptibility and prognoses of liver cancer. Methods
Liver tissue samples from 123 patients pathologically diagnosed with primary hepatic carcinoma and 141
healthy individuals were collected in our hospital from February 2008 to May 2014. Direct sequencing and
polymerase chain reaction-single strand conformation polymorphism ( PCR-SSCP) were used to detect the SNPs
of PD-L1 gene in 3 loci, rs4143185, rs2890658 and rs17718883. Results The heterozygous mutation of AC
genotype in PD-L1 rs2890658 and CG genotype in 1s17718883 reduced the risk of hepatocellular carcinoma
(OR=0.43, P=0.035; OR=0.01, P<0.001), while the GG genotype in rs4143185 increased the risk
(OR=2.80, P =0.057). The median survival time was 20 and 17 months respectively in the patients
carrying AC + CC and AA genotypes in rs2890658 locus (P =0.042), and 21 and 15 months separately in
those carrying GC + GG and CC genotypes at rs4143185 locus (P <0.01). Cox regression analysis suggested
that the mutation genotypes of rs4143185 resulted in good prognosis (HR <1, P <0.05). Conclusion PD-LI
SNPs in the loci of rs2890658 and rs17718883 are associated with susceptibility to hepatocellular carcinoma,
and those of 152890658 and rs4143185 loci are related with the prognosis.
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(72 °C,1 min) ;1s4143185 ; T A4 (94 °C,5 min) —74%
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Fz2 XEBLH3 A SNP EEBSFRMEZEMFHAELILE

SNP FEHAL WMERME(%)  BIH{E (%)  P(HWE)
152890658  AA 98(69.5) 97.9(69.4) 0.960
AC 39(27.7) 39.2(27.8)
cC 4(2.8) 3.9(2.8)
1517718883 CC 77(54.6) 72.3(51.3) 0.054
cG 48(34.0) 57.3(40.6)
GG 16(11.4) 11.4(8.1)
154143185 cC 49(34.8) 53.7(38.1) 0.095
cG 76(53.9) 66.6(47.2)
GG 16(11.4) 20.7(14.7)

HWE ; Hardy-Weinberg 47
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) 4] IR 5
NP —— Jeldl  HEL P KIF OR Pl
[Bil(%)] [H1(%)] (95%CI)
152890658 AA 95(77.2)  98(69.5) 1(B%{H)

AC 27(21.9)  39(27.7) 0.243 0.43(0.20-0.94) 0.035
cc 1(0.8)  4(2.8) 0.370 0.14(0.01-1.93) 0.142
A allele  217(88.2) 235(83.3) (Z%1H)

Callele 29(11.8) 47(16.7) 0.111 0.67(0.41-1.10) 0.142

1517718883 cc 122(99.2)  77(54.6) 0.000  1(Z%f)
cG 1(0.8)  48(34.0) 0.000 0.01(0.00-0.05) 0.000
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SNP FEFIR n
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152800658 AA 95 17

H(Z%1{H)
AC 27 20 0.042 0.68(0.32-1.45) 0.322
cC 1 19 0.583 1.17(0.31-4.38) 0.822
AC+CC 28 20 0.036 0.56(0.31-1.00) 0.051

rs17718883 cC 122 17 (&%)
CG 1 14 0.466 1.43(0.53-3.85) 0.480
GG 0 - - - -
CG+GG 1 14 0.466 1.43(0.53-3.85) 0.480
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CG 50 21 0.000 0.37(0.22-0.63) 0.000
GG 23 18 0.005 0.40(0.21 -0.78) 0.007
CG+GG 73 21 0.001 0.38(0.23-0.61) 0.000
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A fE I8 i miR-570 X} B7-HImRNA #3835 4E FH 5%
B7-HI BT FRIA , T2 5 9 2l

AL R TR, rs 17718883 3 o5 5 -8 iy J% 4k
%, 18 [ logistic [BF43H J5 K& AL 25 152890658 ( AC
RAHY) W RE R AR 8 2 KU, 22 S B g it 7 i X
(OR=0.43,P =0.035) ;14143185 4fi & 525 ( GG )
Al e HE IR R B XU, 22 S5 TC g i L (OR =



http: //aammt. tmmu. edu. cn

B SRR AR ,2017,39(5) 491

2.80,P =0.057) . {75 rs17718883 & -4 B 1 3
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